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Using human ACS3-specific primers 5*AATTATTCTCTT- Assignment of the Human Serine/CTGGCATCA3 * [nt 2304–2324 of the (/) strand] and
5*TAGGTGGTAAAGTAAGTTGGT3 * [nt 2509–2529 of Threonine Protein Phosphatase 4
the (0) strand], the human ACS3 gene was detected only Gene (PPP4C) to Chromosomein a hybrid cell line (GM/NA10826B) containing 100% of
human chromosome 2 (data not shown). No amplification 16p11–p12 by Fluorescence in Situ
was detected in other cell lines or in the parent cell Hybridizationline.

To define the location of the gene on chromosome 2 fur- Holger Bastians,*,1 Heike Krebber,*,2 Jörg Hoheisel,†
ther, we used the cloned human ACS3 cDNA probe to lo- Sybille Ohl,‡ Peter Lichter,‡ Herwig Ponstingl,*,3 and
calize the ACS3 gene on a chromosome spread by fluores- Stefan Joos‡
cence in situ hybridization (FISH). FISH to BrdU-synchro-
nized metaphase chromosomes was carried out as *Division of Molecular Biology of Mitosis, ‡Division of Organization of
previously described (2). At least 50 metaphases were Complex Genomes, and †Division of Molecular-Genetic Genome

Analysis, German Cancer Research Center, Im Neuenheimer Feld 280,analyzed. A specific FITC signal generated from the biotin-
D-69120 Heidelberg, Germanylabeled human ACS cDNA was consistently observed on

the q34– q35 region of the long arm of chromosome 2 in
Received August 5, 1996; accepted February 12, 1997the majority of the metaphase preparations examined

(Fig. 1C).
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Since PP4 could be involved in the regulation of mitosis
and is inhibited by the potent tumor promotor okadaic acid
(3), the assignment of PPP4C to 16p11–p12 is of interest.
A number of tumor types show a high incidence of loss of
heterozygosity (LOH) on chromosome 16q (6), whereas no
LOH of 16p has been observed for cancers. Yet several trans-
locations involving 16p13 (1) and 16p11 (8) are associated
with acute leukemias. PP4 is expressed in a wide variety of
human tissues, with the highest level of expression in testis
(2). Therefore it is of relevance to examine whether alter-
ations in the PPP4C gene may predispose to cancer, particu-
larly in this tissue.
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