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Current Research

Our Division is interested in the molecular
mechanisms underlying the initiation and
progression of malignant cell growth. In particular
we are focusing our attention on the contribution of
epigenetic alterations in this process and
determine how epigenetic and genetic alterations
cooperate during tumorigenesis. A challenge here
will be to understand how environmental stimuli will
be processed by the ‘Epi-Genome’ and processed
to the onset and severity of malignancies, as well
as treatment response and treatment outcome.
Major research directions include:

Evaluation of genome-wide epigenetic patterns in
tumor genomes

Identification of novel cancer genes and pathways
targeted by epigenetic alterations

Determining the role of epigenetics in cancer risk
and progression

Evaluate the role of epigenetics in the regulation of
DNA repair

In our studies we are utilizing current state-of-the-
art high throughput epigenomic assays (e.g.
Methylation arrays, Next generation sequencing
and MassARRAY) on either clinical samples, cell
culture models or in mouse tumor models.
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Future Projects and Goals
Development and implementation of
genome-wide assay to measure epigenetic
alterations.

Characterization of epigenetically
regulated genes in chronic lymphocytic
leukemia.

Characterization of death associated
protein kinase 1 (DAPK1) in B-cells.

Use of mouse models to study epigenetic
gene regulation.

Characterization of TCF21 as a novel
tumor suppressor gene on chromosome
6923 in head and neck and lung cancer.

Epigenetic regulation of miRNA genes in
cancer genomes.
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